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When an antibiotic 1s added to an in vitro protein synthesis
system that 1s translating the mRNA sequence
AUGAUUUUUUAG, the only product is the dipeptide fMet-
Ile. What step 1n protein synthesis 1s most likely inhibited by
this antibiotic?

A. Initiation

B. Binding of charged transfer RNA to the ribosomal A site

C. Peptidyltransferase activity

D. Ribosomal translocation

E. Termination
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